Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.002 Å; R factor = 0.042; wR factor = 0.124; data-to-parameter ratio = 19.9.
The title compound, 2C 21 H 19 N 3 O 2 ÁH 2 O, was synthesized by a Schiff base condensation of 2,6-diformylpyridine with 2-amino-4-methylphenol in ethanol. In the crystal, two molecules of 2,6-bis[(2-hydroxy-5-methylphenyl)iminomethyl]-pyridine dimerize via hydrogen bonding to a water molecule, which lies on a twofold axis. There are also intramolecular phenol-imine hydrogen bonds. The dimers are further linked via -(phenyl-pyridine) [centroid-centroid distance = 3.707 (2) Å ] and -edge-to-edge [3.392 (2) Å ] interactions. The dihedral angles between the central ring and the two pendant rings are 11.46 (8) and 2. 06 (8) while the pendant rings make a dihedral angle of 10.14 (8) .
Related literature
For related structures, see: Gonzalez et al. (2008) ; Sun et al. Table 1 Hydrogen-bond geometry (Å , ). 
Comment
The molecules crystallize as dimers, assembled by hydrogen bonding around a water molecule. The water molecule sits on a twofold axis and makes four strong hydrogen bonds, as donor to the pyridine nitrogen atoms, and as acceptor from the phenol groups (Table 1 ). There are also weaker hydrogen bond interactions with one of the imine nitrogen atoms of each molecule. Additionally, there are phenol-imine intramolecular hydrogen bonds in each molecule. The azomethine (C8═N1 and C14═N3) linkage distances are 1.278 (14) and 1.273 (14) Å respectively and within the normal C═N values.
The geometry is cis at the C8═N1 imine group and trans at C14═N3 group. The molecule is close to planar with interplanar angles between the pyridine and phenol groups, 11.46 (8)° and 2.06 (8)° for the rings containing O1 and O2 respectively.
The hydrogen bond geometry at the water molecule is approximately tetrahedral but the angle between the two H-bonded Schiff base molecules is not close to the ideal 90°; the angle between the N2/O3/O2 plane and its equivalent under twofold rotation is 60.52 (4)°. This is possibly a consequence of the intermolecular interactions in the lattice. The Schiff base molecules show two sets of interactions with neighbouring dimeric units. On the more open face (that nearest to the H-bonded phenol of the second molecule), there is a π-π interaction involving the pyridine ring and the phenolimine group H-bonded to central water molecule. The average interplanar distance between this section and its neighbour under symmetry operation 1 -x, -y, -z is 3.354 (1) Å and phenol-pyridine centroid-centroid distance is 3.707 (2) Å. On the other face (partially blocked by the non-bonded phenol of the second molecule), there is a less extensive edge to edge interaction C10 to C11 of a neighbouring dimer under symmetry operation 1 -x, 1 -y, -z is 3.392 (2) Å. These result in columns formed by alternating π-π and edge to edge interactions extending through the lattice. 
Refinement
H atoms bonded to C atoms were inserted at calculated positions with C-H distances of 0.95 and 0.99 Å for non-saturated and saturated C atoms, respectively. They were refined using a riding model with U iso (H) = 1.2U eq (C). The H-atoms bonded to O1, O2 and O3 are taken directly from the difference Fourier and were refined with temperature factors riding on the carrier atom.
supplementary materials sup-2 Figures   Fig. 1 . The structure of the dimeric compound, thermal ellipsoid 50% probability, hydrogen atoms bonded to carbon atoms are omitted for clarity, hydrogen bonds are shown as dash lines, symmetry operation * 1 -x, y, 1/2 -z. 
